In the title organic salt, C 5 H 7 N 2 + ÁC 8 H 5 O 4 À , the carboxylic group is nearly coplanar with the benzene ring [dihedral angle 1.9 (4) ] whereas the carboxylate group is twisted relative to the benzene ring by 13.6 (4) . In the crystal, N-HÁ Á ÁO and O-HÁ Á ÁO hydrogen bonds connect the components into a threedimensional framework consisting of stacks of alternating pairs of anions and cations exhibiting -stacking interactions with centroid-centroid distances in the range 3.676 (2)-3.711 (1) Å . The -stacks extend along [110] and [110] . 
Related literature

Experimental
Crystal data Table 1 Hydrogen-bond geometry (Å , ). (Mohamed et al., 2009; Sarma et al., 2009) , has been well studied. Both carboxylic acid and pyridine are popular substrates in supramolecular synthesis and herein we report the molecular and crystal structure of 3-aminopyridin-1-ium 3-carboxybenzoate.
The asymmetric unit consists of one 3-aminopyridin-1-ium cation (3AP + ) and one 3-carboxybenzoate anion (3CB -), shown in Figure 1 . The geometry of intermolecular interactions are given in Table 1 . The 3CB -anion is almost planar with the carboxyl and carboxylate groups forming dihedral angles of 1.9 (4)° and 13.6 (4)°, respectively. A typical pyridinium-carboxylate R 2 2 (7) synthon is not observed in this organic salt as the pyridinium N9-H9 group forms a threecenter interaction with the carboxylate O3 and O4 atoms acting as acceptors (Table 1) . Two 3CB -anions are connected via a short O-H···O hydrogen bonds and the pairs of hydrogen bonded anions are bridged by the primary amino group forming two N-H···O hydrogen bonds. These three interactions generate R 6 6 (18) ring motif and a two-dimensional assembly parallel to (-1 0 2). Adjacent assemblies are connected by hydrogen bonds between the pyridinium N-H groups and the carboxylate groups into a three dimensional framework. This framework consists of stacks of alternating pairs of anions and cations exhibiting π-π stacking interactions with centroid-centroid distances in the range 3.676 (2)-3.711 (1) Å (Table 2) 
Computing details
Data collection: SMART (Bruker, 2007 ); cell refinement: SAINT (Bruker, 2007) ; data reduction: SAINT (Bruker, 2007);  program(s) used to solve structure: SHELXTL (Sheldrick, 2008 ); program(s) used to refine structure: SHELXTL (Sheldrick, 2008) ; molecular graphics: SHELXTL (Sheldrick, 2008) ; software used to prepare material for publication: SHELXTL (Sheldrick, 2008) .
Figure 1
Asymmetric unit of the title compound with displacement ellipsoids drawn at the 40% probability level. Hydrogen atoms from C-H groups are omitted. 
(i) -x+1, -y, -z, (ii) x, -y+1/2, z-1/2; (iii) -x, -y, -z+1
